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The molecular conformation of the title compound, C 10 H 16 N 2 O 4 , is determined by an intramolecular N-HÁ Á ÁO hydrogen bond involving the morpholine NH group and the amide O atom. In the crystal, molecules are linked by N-HÁ Á ÁO hydrogen bonds into chains along the a-axis direction.
Related literature
For the synthesis of polydepsipeptides, see: Feng et al. (2002) ; Hughes & Sleebs (2005) ; In't Veld et al. (1992 Veld et al. ( ,1994 ; Jö rres et al. (1998) . For the synthesis of title compound, see: Wang & Feng (1997 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
Figure 1
Molecular structure of the title compound showing the atom labelling scheme. Displacement ellipsoids are drawn at the 30% probability level.
Figure 2
The hydrogen-bonded chain in the structure of title compound. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-[(3R,6R)-6-methyl-2,5-dioxomorpholin-3-yl]-N-(propan-2-yl)acetamide

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.3090 (3) 0.0143 (5) 
